. Solid state 13 C CPMAS NMR spectrum of PSt/PMMA blend isolated from 1. * corresponds to spinning side bands. Signals at 126 and 176 ppm assigned to phenyl moiety of PSt and carbonyl carbon of PMMA, respectively, were used for analysis of 1 H spin-lattice relaxation times in laboratory frame (T1) and in rotating frame (T1). The 1 H relaxation times can be indirectly obtained from the 13 C CPMAS measurement because magnetization of protons transports to proximate carbons through 1 H-13 C dipole-dipole interaction during cross polarization. Fast 1 H spin diffusion through 1 H-1 H dipole-dipole interaction in a polymer results in the equal relaxation time for all protons in the polymer. Therefore, the same 1 H relaxation times can be obtained from any peaks of a polymer in the 13 C CPMAS spectrum. In the case of polymer blend, the 1 H spin diffusion can occur among all protons in the blended polymers, so that the 1 H relaxation times for the component polymers become identical.
Measurement on T1 and T1 values gives information on the formation of homogeneous domains on the scale of 20-50 nm and 2-5 nm in the polymer blend, respectively. isotherms of PSt/PMMA blend prepared from 1 at 77 K. Although the porosity of this material is very low, type IV isotherms with the hysteresis behavior indicated the existence of meso-and macropores in the blend particles, which also contributed to compensating for the deformation of the polymer particles. 
